The title oxazolidine compound, C 27 H 39 NO 2 , was synthesized from N-isopropylnorephedrine. The dihedral angle between the aromatic rings is 70.33 (5) . The N atom of the heterocycle is oriented to allow intramolecular O-HÁ Á ÁN hydrogen bonding with the hydroxy substituent.
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(6S)-2,4-Di-tert-butyl-6-[(4S,5R)-3-isopropyl-4-methyl-5-phenyloxazolidin-2-yl]phenol I. S. Campbell, K. L. Edler, R. W. Parrott II, S. R. Hitchcock and G. M. Ferrence Comment Chiral oxazolidines are useful templates for conducting asymmetric syntheses (Agami & Couty, 2004) . In order to explore the utility of these compounds in the catalytic asymmetric addition of diethylzinc to aldehydes, we prepared a series of oxazolidines from (1R,2S)-ephedrine (Parrott & Hitchcock, 2007) , and (1R,2S)-norephedrine (Parrott et al., 2008) . In the course of synthesizing these oxazolidines, we were able to obtain crystals suitable for X-ray crystallographic analysis.
Comparison of the title compound to the CSD structure refcode ROBWIO (Bourne et al., 1997) shows similar bond lengths and angles. Differences in the two structures occur in the presence of two t-butyl groups on the phenyl ring (C18 and C20 in the title compound) and an isopropyl group on the nitrogen (N3 in the title compound) instead of a methyl group. A Mogul geometry check (Bruno et al., 2004) indicates two angles to be unusual in both structures. Angle C2-N3-C4 in the title compound and the corresponding angle in ROBWIO are similar (106.2 (1) ° and 106.3 (2) ° respectively). However, angle C5-O1-C2 in the title compound is considered unusual (103.3 (1) °) while that of ROBWIO is not (110.8 (2) °). The difference could be due to ring compression from the additional steric bulk of the two t-butyl substituents on the phenyl ring present in the title compound. The distance between the hydrogen donor and acceptor (O22 and N3 in the title compound and their analogous partners) are indistinguishable at 2.6180 (17) Å and 2.638 (432) Å, respectively.
Ring puckering analysis using PLATON (Spek, 2009; Cremer & Pople, 1975; Boeyens, 1978) indicates Φ = -7.05 (19)°f or the O1-C2-N3-C4-C5 ring, which is consistent with a formal conformational assignment in between an idealized 1 E envelope and a 1 T 5 twist with O1 being the flap apex and C5 having a slight twist. The anti-relationship between the substituents on N3 and C2, C4, and C5 is necessary to support the intramolecular hydrogen bonding present.
About the Jmol enhanced figure:
The procedure for recreating the Jmol figure is provided in the hope that readers will find it useful for creating their own. We are reporting three related structures containing Jmol enhanced figures, one in this paper and the other two in other papers in this Journal (Anderson et al., 2010; Koyanagi et al., 2010) . The Jmol enhanced figures were created to illustrate a range of author convenience versus end user experience, ranging from a purely GUI driven experience for the author resulting in a less functional figure for the end user to a more sophisticated use of the Jmol scripting by the author resulting in a more polished and versatile figure for the end user. The buttons, check boxes and radio buttons in the three examples visually appear to be identical; however, the underlying code they execute results in significantly different overall responses by the Jmol visualizer.
By strictly authoring with the Jmol toolkit GUI, without text editing any code, generation of the figure is relatively quick and easy. However, doing so results in a final figure which has some significant limitations. In particular, when the end user manipulates the figure by, for example, a rotation, subsequent clicking of a radiobutton will result in the figure reseting to appear exactly as it appeared when the author saved the script. This includes all settings such as orientation and any other highlighting. This is the scenario illustrated by the Jmol enhanced figure associated with this Acta E article. The enhanced supplementary materials sup-2 figure options were intentionally selected with an alteration of the structure's orientation, so that the molecule's orientation changes upon each option selected by the end user, which serves to emphasize the view that best show cases the selected option.
The Jmol options were created as follows:
Labels were added to atoms by navigating to the "label" sub-tab under the "select/label" tab and by checking the button "atom name" before turning the labels "on". The script was imported into a checkbox by navigating to the "checkbox" sub-tab under the "script" tab, and by clicking "import view".
The thermal displacement coloring was achieved by navigating to the "model" tab and by selecting "atomic displacement" next to the "colour" heading.
The color of particular atoms was changed by first selecting them. The atoms were selected by navigating to the "select/ label" tab, turning the "highlight selection" on, and picking "within area" under "selection mode". The color of the atoms was changed by navigating to the "atoms" sub-tab and picking a color from the drop down box next to the "colour" heading.
The various atom styles were selected by navigating to the "model" tab and by selecting the atom style of choice next to the "overall style" heading.
The hydrogen bond was displayed by navigating to the "measurements" sub-tab under the "select/label" tab. The "distance" option next to the "mode" heading was then selected, followed by the hydrogen and acceptor atoms.
Experimental
The title compound was synthesized as previously reported (Parrott et al., 2008) . Single crystals were grown by vapor diffusion of hexane into an ethyl acetate solution of the title compound.
Refinement
All non-H atoms were refined anisotropically without disorder. All H atoms were initially identified through difference Fourier syntheses then, except for the O-H hydrogen atom, removed and included in the refinement in the riding-model approximation (C-H = 0.95, 0.98, and 1.00 Å for Ar-H, CH 3 and CH; Uiso(H) = 1.2Ueq(C) except for methyl groups,
where Uiso(H) = 1.5Ueq(C)). The OH H atom was freely refined isotropically. In the absence of significant anomalous scattering effects, Friedel pairs were merged. Fig. 1 . The molecular structure of the title compound with the atomic numbering scheme. Displacement ellipsoids are drawn at the 50% probability level. The intramolecular H-bonding is denoted by a dashed line. Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 
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